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Determination of the absolute configuration
Single crystal X-ray diffraction data was collected at 123K on Rigaku Compact HomeLab diffractometer, equipped with a Saturn 944 HG CCD detector and Oxford Cryostream cooling system using monochromatic Cu-Kα radiation (1.54178Å) from a MicroMax TM -003 sealed tube microfocus X-ray source. The strategy of data collection was calculated using Rigaku CollectionStrategy1 1 . CrysAlisPro 2 was used for data reduction and empirical absorption correction using spherical harmonics implemented in SCALE3 ABSPACK scaling algorithm 3 . The structure was solved using SHELXT 4 and refined by full-matrix least-squares method against F 2 with SHELXL-2014 5 through OLEX2 6 program package. All non-hydrogen atoms were refined with anisotropic atomic displacement parameters. Hydrogen atoms attached to carbon atoms were treated as riding atoms, using isotropic displacement parameters Uiso(H) = 1.2Uiso(C) for CH and CH2; Uiso(H) = 1.5Uiso(C) for CH3. Hydrogen atoms connected to heteroatoms were located from the difference Fourier map and refined freely, with their distance to the parent atom restrained. The crystallographic data is deposited with the Cambridge Crystallographic Data Centre (CCDC 1553384, 1553385) Single crystals of the compound 10 were obtained from a 1:1 mixture of chloroform and ethyl acetate by slow evaporation of the solvent system. The compound was found to crystallize in a non-centrosymmetric space group P21, with two molecules of 10 in the unit cell. The absolute configuration of the compound was determined based on the anomalous dispersion effects and is as indicated on Figure S1 . Single crystals of the compound 12 were obtained from CDCl3 upon slow evaporation of the solvent in the NMR tube. The compound was found to crystallize in a non-centrosymmetric space group P212121, with four molecules of compound 12 in the unit cell. The absolute configuration of the compound was determined based on the anomalous dispersion effects and is as indicated on Figure S2 . Figure S2 . The structure of compound 12. Atomic displacement ellipsoids are drawn at 50% probability level 
